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macrolides-nonsusceptible and 18 macrolides-susceptible
M. catarrhalis based on the CLSI breakpoints).
Results: A total of 383 isolates of Moraxella catarrhalis
were collected from healthy children aged less than 2 years
in China, 92.2% (353) produced b-lactamase. By CLSI
breakpoints, the non-susceptibility rates for erythromycin
and azithromycin were 40.3% and 22.5%, respectively, while
the non-susceptibility rates were 59% and 60.1% based
on PK/PD breakpoints, with MIC90 values of >256 mg/ml.
The prevalence of macrolides-nonsusceptible M. catarrhalis
varied from 9.7% in Shanghai to 75.9% in Dongguan.
The PCR and sequence analysis indicated that many
mutations in 23S rRNA were identiﬁed in 153 macrolides-
nonsusceptible M. catarrhalis, but the ermA, ermB, ermC,
ermF, mefA, mefE genes were not detected among 153
macrolides-nonsusceptible and 18 macrolides-susceptible
M. catarrhalis. Moreover, A2982T and A2796T mutations in
23S rRNA were related to high-level resistance with MICs
ranging from 24 mg/ml to >256 mg/ml, and A2983T mutation
mediated low-level resistance (MICs of 0.19 mg/ml to 16
mg/ml).
Conclusion: The high prevalence of macrolides-
nonsusceptible M. catarrhalis has become a serious problem
in healthy children aged less than 2 years in China, and
further study for the mechanism of macrolides resistance
was needed.
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Hospital, Rawalpindi, Pakistan, 3Tongji Hospital, Tongji
Medical College, Wuhan, China
Background and Objectives: Streptococcus pneumoniae
is one of the vital bacterial pathogen involved in
causation of community acquired pneumonia, meningitis,
and septicemia. All of these diseases have a much signiﬁcant
and higher mortality rate among children. At present the
resistance to penicillin and other antimicrobial agents has
become an emerging problem. The basic aim of our study
was to determine the prevalence, clinical manifestations,
and outcomes of invasive pneumococcal diseases among
Pakistani Children.
Methods: A retrospective study was conducted at the
Pathology department of RGH hospital, Rawalpindi, Pakistan
over a period of 1 year from December 2009 till November
2010. Medical data was obtained and reviewed in terms of
patients with conﬁrmed infections of Strept.pneumoniae.
Only patients under 14 years of age were considered. All
the data was analyzed by using SPSS 12 and a p-value of
0.05 was considered signiﬁcant.
Results: A total of 37 children infected with S. pneumoniae
were recruited in the study.48% were females. Mean age was
7±2 years. Bacterial pneumonia accounted for 43% cases,
meningitis accounted for 37% cases while there were about
12% cases of generalized bacteremia. Out of all participants,
23% had hematological malignancies and 12% had either HIV,
Hep-B or Hep-C conﬁrmed positive test. The most common
presentation in the hospital was fever (54%) followed by
failure to thrive (36%), weight loss and generalized ill health
(21%). The pathogen isolated in the laboratory was resistant
to most of the antibiotics as resistance was 41% to penicillin
and 32% to cephalosporin.
Conclusion: There is a much higher resistance in pattern
of Streptococcal pneumoniae infection among children.
Pneumonia is the most common and life threatening
presentation followed by meningitis in Pakistan. There
is need to isolate these cases immediately right after
presentation, so as to provide better treatment and cure to
avoid high mortality linked with this pathogen.
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Background: Antimicrobial resistance has shown to increase
morbidity, mortality and healthcare costs. Antimicrobial
Stewardship Programs (ASP) have been utilized in many
facilities as a tool to aid in the solution to this global issue.
The Fargo Veterans Affairs Health System implemented
an ASP program in February 2010 to optimize use of
antimicrobial agents.
Methods: The ASP team consists of an infectious disease
physician and four clinical pharmacists. The team meets
three times a week to review charts of all in-patients on
antimicrobial agents. The ASP team reviewed 1,017 charts
during two distinct time periods, February to September
2008 (prior to ASP implementation) and February to
September 2010 (after ASP implementation). The following
data were collected and analyzed: duration of antimicrobial
therapy, number of patients on speciﬁc antimicrobials,
length of hospital stay, cost of inpatient antimicrobial
therapy, total volume of antimicrobial usage, number of
ASP interventions, type of intervention, and intervention
acceptance rate.
Results: The ASP team interventions included: duration
of antimicrobial therapy, dose/interval change, IV to PO
change, discontinuation of antimicrobial, and antimicrobial
change. The intervention acceptance rate was 81%. Total
number of patients on antimicrobials before and after
ASP implementation was 2,263 and 2,848, respectively.
However, total cost of antimicrobials used during the two
time periods were reduced US$ 191,135 vs. US$ 146,098,
respectively. Average duration of hospital stay (including
long term care unit) before and after the inception of ASP
was 30.86 days and 18.76 days, respectively.
Conclusion: Although only 10 months of data were collected
after ASP implementation, the program’s recommendations
were very favorably accepted. Despite an increase in
the number of patients on antimicrobials in the post-ASP
implementation period, we saw a remarkable cost saving
and signiﬁcant decrease in hospital stay in patients who
were on antimicrobials compared to the pre-implementation
period.
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Objectives: Streptococcus dysgalactiae subsp. equisimilis
(SEDE) is a gram-positive bacterium which causes severe
invasive infections, such as bacteremia, necrotizing
fasciitis, and streptococcal toxic shock-like syndrome in
elder patients. Although SDSE may produce numerous
virulent exoprotein, no comprehensive studies have
analyzed the production of all exoprotein in SDSE. Two-
dimensional gel electrophoresis (2-DE) is a powerful method
for the detection of proteins not only qualitatively but also
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quantitatively. We applied this technique to the analysis of
exoprotein from SDSE.
Methods: The SDSE strains used in this study were 1
reference strain H46A and 23 clinical isolates from patients
with invasive disease in Japan. The bacteria were cultured in
brain heart infusion broth containing 0.3% yeast extract for
16 hours. After bacterial culture supernatant was prepared
with TCA-acetone concentration, aliquots of the samples
were loaded onto 7cm Immobiline DryStrip gels (pH 3 to
10). The ﬁrst-dimensional electrophoresis conditions and
second-dimensional SDS-PAGE separation were performed.
The gels were stained with coomassie brilliant blue. Those
proteins in the spots were also identiﬁed by peptide mass
mapping analysis.
Results: We identiﬁed 25 spots of exoprotein in SDSE H46A
strain by 2-DE analysis. Furthermore we found various
amount of Streptokinase among 23 clinical strains by 2-DE
analysis and we could also divide 3 exoprotein patterns by
the production of Streptokinase in 24 SDSE.
Conclusion: Our study suggests that the 2-DE analysis is
useful for categorizing the exoprotein patterns, especially
Streptokinase, in SDSE strains.
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We compared the Turn-Around-Times (TATs) of two
competing automated microbial detection systems
BacT/ALERT 3D™ (BACT) (bioMe´rieux, Inc., Durham, NC)
and the VersaTREK™ (VTRK) (TREK Diagnostic Systems,
Cleveland, OH) through the blood culture analysis results of
the Armed Forces of the Philippines Medical Center (Quezon
City, Philippines) from January-December 2010. Blood
cultures were positive at the rate of 182/888 (25.78%) for
BTAC and 159/898 (21.54%) for VTRK. The positivity rate for
the two systems was not signiﬁcantly different (X2 = 2.2151,
df = 1, p = 0.1367). Organisms that grew in the blood
culture bottles were identiﬁed as Staphylococcus aureus
(n = 36), Staphylococcus epidermidis (n = 119), Enterobacter
aerogenes (n = 36), Enterobacter agglomerans (n = 3),
Enterobacter cloaceae (n = 5), Escherichia coli (n = 21),
Proteus spp (n = 21), Acinetobacter spp (n = 61), Alcaligenes
spp. (n = 24) and Pseudomonas aeruginosa (n = 6).
Our data revealed the TAT for BTAC to detect blood
pathogens is 23.69±14.85 hours and 22.24±12.77 hours
for VTRK. The difference between the two systems was
not signiﬁcant (z = 0.9734, p-value = 0.3304). The TAT of
systems is not affected by the strain type of organism
detected (F = 1.6988, df = 9, p = 0.0882). On the otherhand,
methicillin resistance in S. aureus and S. epidermidis did
affect the TAT of detection (F = 0.0806, df = 1, p = 0.7782 and
F = 1.9329, df = 1, p = 0.161 respectively).
From our ﬁndings, we conclude that the BTAC and VTRK
systems are comparable in terms of the positivity rate and
TAT for the detection of bloodstream bacterial infections.
Likewise, the antibiotic resistance of the organisms did
affect the TAT of the systems.
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PL-003 Seroepidemiology of Anaplasma
phagocytophilum among farm worker
populations in the Tianjin area during
2007 2009
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Objective: Spotted fever, Human granulocytic anaplasmosis
(HGA) and monocytic ehrlichiosis (HME) are worldwide tick-
borne rickettsial diseases (TBRD) caused by the obligate
intracellular bacteria spotted fever group rickettsiae
(SFGR), Anaplasma phagocytophilum and Ehrlichia
chaffeensis respectively. In 2006, the seroepidemiologic
data from Tianjin area demonstrated average infection
prevalences in farm population as 8.8% similar to rates
among serosurveys in North America and Europe. In
this study, we describe a continuous seroprevalence
investigation of A. phagocytophilum in Tianjin areas from
2007 to 2009.
Methods: Field epidemiological surveys were performed
in 8 districts of Tianjin and 886 farmers were randomly
recruited and their serum samples were collected to detect
the speciﬁc IgG antibodies of A. phagocytophilum by micro-
indirect immunoﬂorescence (IFA).
Results: The IgG antibody positive rates of A. phagocy-
tophilum increased from 8.8% in 2006 to 59.2% in 2009
while E. chaffeensis had an increase from 0.0% in 2006
to 4.4% in 2009. However, spotted fever group rickettsiae
decreased from 1.6% in 2007 to 0.0% in 2009.
Conclusion: Infections of both A. phagocytophilum and
E. chaffeensis in farmers from Tianjin areas were popular
and the antibody positive rates of A. phagocytophilum and
E. chaffeensis increased annually. Differential diagnosis for
ricketssial diseases in clinical practice and watch out for
outbreaks of anaplasmosis and ehrlichiosis in rural areas
should be emphasized. Further investigation on vectors and
hosts of these ricketssioses in Tianjin areas should also be
performed.
Supported by the special project of key communicable
viral hepatitis-research on infectious diseases surveillance
platform of national Sci-Tech key project (2009ZX10004
203); and on pathogen laboratory network surveillance
technique (2008ZX10004 008); and the national basic
research project-973 plan (2010CB530206).
OL-017 Aquaporin water channel AgAQP1 in the malaria
vector mosquito Anopheles gambiae during
blood feeding and humidity adaptation
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Background: Altered patterns of malaria endemicity reﬂect
changes in the feeding behavior and climate adaptation
of Anopheles gambiae mosquito, which require fast
transmembrane water movement. We anticipate that AQP
water channels play important role in the physiology of this
malaria mosquito vector.
